ABSTRACT Lactobacillus sunkii CG_D is a rod-shaped, Gram-positive, and heterofermentative lactic acid bacterium. The draft genome of L. sunkii strain CG_D comprises 2,794,637 bp with an average GϩC content of 42.03%. The genome harbors 2,662 predicted protein-encoding, and 71 RNA genes.
6-phosphate phosphoketolase, the key enzyme for heterofermentative lactic acid fermentation, are present. We also identified genes encoding phosphotransacetylase and acetate kinase as well as several genes encoding alcohol dehydrogenase and L-lactate dehydrogenase. Moreover, growth experiments showed acetic acid, lactic acid, and ethanol production (5) . Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession no. MIQE00000000. The version described in this paper is version MIQE01000000.
